Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.058; wR factor = 0.169; data-to-parameter ratio = 24.9.
The asymmetric unit of the title compound, C 22 H 22 O 4 , consists of two independent molecules (A and B) which differ significantly in the orientations of ethyl carboxylate groups. The phenyl ring in molecule B is disordered over two orientations with occupancies of 0.55 (2) and 0.45 (2). The cyclohexenone ring of both molecules adopts an envelope conformation. The dihedral angle between the two aromatic rings is 81.12 (7) in molecule A and 70.8 (3) in molecule B [57.5 (4) in the minor disorder component]. The crystal structure is stabilized by weak intermolecular C-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions.
Related literature
For general background, see: Kalluraya & Rai (2003) ; Kalluraya & Rahiman (2003) . For bond-length data, see: Allen et al. (1987) . For ring puckering analysis, see: Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . Symmetry codes: (i) Àx; Ày þ 1; Àz þ 2; (ii) Àx þ 1; Ày þ 1; Àz þ 2; (iii) x; y þ 1; z À 1; (iv) x; y À 1; z; (v) x þ 1; y; z; (vi) Àx; Ày; Àz þ 2. Cg1 and Cg2 are the centroids of the C13A-C18A and C13B-C18B rings, respectively.
Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) .
The asymmetric unit of the title compound consists of two independent molecules (Fig. 1) . Bond lengths in the molecules ( Fig. 1 ) are found to have normal values (Allen et al., 1987) . The two independent molecules differ significantly in the orientations of ethyl carboxylate groups [C4A-C3A-C19A-O1A = 63.32 (14)° and C4B-C3B-C19B-O1B = 105.25 (13)°]. The phenyl ring in molecule B is disordered over two orientations. The cyclohexenone ring in both molecules adopts an envelope conformation, with puckering parameters Q = 0.494 (1) Å, θ = 52.1 (2)° and φ = 67.4 (2)° for molecule A, and Q = 0.429 (2) Å, θ = 130.1 (2)° and φ = 250.4 (3)° in molecule B (Cremer & Pople, 1975) . The dihedral angle between the two aromatic rings is 81.12 (7)° in molecule A and 70.8 (3)° in molecule B [57.5 (4)° in the minor disorder component].
The crystal structure is stabilized by intermolecular weak C-H···O hydrogen bonds (Table 1) and C-H···π interactions (Fig 2) .
To a solution of 1-phenyl-3-anisyl-prop-2-en-1-one (0.01 mol) in dry acetone (25 ml), dry potassium carbonate (0.04 mol) and ethyl acetoacetate (0.02 mol) in dry acetone (25 ml) were added. The mixture was stirred at room temperature for overnight and was filtered. The solvent from the filtrate on evaporation gave a solid which was recrystallized from a mixture of ethanol-dioxane.
Refinement
The phenyl ring in molecule B is disordered over two orientations with refined occupancies of 0.545 (17) and 0.455 (17). The C-C bond lengths involving the disordered atoms were restrained to be equal and also the U ij components of the disordered atoms were approximated to isotropic behaviour. The two orientations were restrained to be planar. H atoms were positioned geometrically (C-H = 0.95-1.00 Å) and refined using a riding model, with U iso (H) = 1.2U eq (C) and 1.5U eq (C methyl Fig. 1 . The asymmetric unit of the title compound, showing 50% probability displacement ellipsoids and the atom-numbering scheme. Both disorder component of an independent molecule are shown. 
Special details
Experimental. The data was collected with the Oxford Cyrosystem Cobra low-temperature attachment.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F
2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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